An integrative taxonomic analysis is used to identify and describe two new species of the agamid genus Bronchocela (Kuhl) from Peninsular Malaysia: an upland species B. shenlong sp. nov. from Bukit Larut, Perak in the Bintang Mountain Range and Parit Falls, Cameron Highlands, Pahang in the Titiwangsa Mountain Range and an insular species, B. rayaensis sp. nov., from Pulau Langkawi, Kedah off the northwest coast on the border with Thailand. Both species are diagnosed from each other and all other species of Bronchocela on the basis of body shape, scale morphology, and color pattern. The analysis also demonstrates the remarkable genetic similarity of B. cristatella (Kuhl) throughout 1120 km of its range from northern Peninsular Malaysia to western Borneo despite its highly variable coloration and pattern. The two new species are appended to a rapidly growing list of newly described lizard species (60 to date) from Peninsular Malaysia tallied within the last decade.
Introduction
The agamid genus Bronchocela (Kuhl) contains 10 species (Hallermann 2009 ) that collectively range from South Asia, southern Indochina and the Philippines, southward and eastward through the Thai-Malay Peninsula and the Indo-Australian Archipelago to at least western New Guinea (Manthey 2008) . These are attractive, conspicuous, diurnal, arboreal lizards that inhabit open and disturbed areas ranging from sea level to over 1,600 meters and are often seen perched in open, sunlit areas as high as 30 meters above the ground on the trunks and branches of trees. Currently, only B. cristatella (Kuhl) is known from Peninsular Malaysia although its vast geographic range nearly encompasses that of the entire genus (Manthey 2008) . Commensurate with this broad, fragmented distribution is a considerable degree of morphological and color pattern variation (see photos in Manthey [2008] and ) yet only morphometric variation in Peninsular Malaysian populations has ever been studied (Diong & Lim 1998) . noted that the upland population of B. cristatella from Bukit Larut, Perak in the Bintang Mountain Range was composed of lizards manifesting color pattern characteristics not reported in other populations of B. cristatella and suggested genetic analyses would be helpful in resolving the taxonomic nature of this population. We have recently discovered an unreported upland population of Bronchocela from Parit Falls, Cameron Highlands, Pahang in the adjacent Titiwangsa Mountain Range composed of lizards bearing the same unique color pattern characteristics as those from Bukit Larut. We also report here on two specimens of B.
cristatella from a Pulau Langkawi, Kedah, whose diminutive size and unique morphology also require further investigation.
The intent of this study is to address the taxonomy of Bronchocela in Peninsular Malaysia by testing the morphological based hypotheses that these three populations are not conspecific with what has been referred to as B. cristatella from Peninsular Malaysia (sensu Diong & Lim 1998; and that the upland populations from Bukit Larut and Parit Falls are conspecific. To do so, a molecular phylogeny based on 1423 bp of the mitochondrial gene NADH dehydrogenase subunit 2 (ND2) and its flanking tRNAs (WANCY) was inferred and compared to data derived from additional morphological and color pattern analyses. We want to be clear that this paper does not address the phylogeographic variation of B. cristatella throughout its entire range but only in Peninsular Malaysia or the fact that B. cristatella lacks a type specimen and a type locality. These issues will be addressed at length in an integrative taxonomic revision of the entire genus.
Material and methods
Taxon Sampling and Outgroup Selection. Mitochondrial DNA.-We sampled as widely as possible across the range of Bronchocela cristatella in Peninsular Malaysia, being sure to include multiple representatives of populations from as many peninsular and insular localities as possible. Our ingroup sampling consisted of 55 individuals from 27 localities ( Fig. 1 ; Table 1 ). In order to test whether or not the Peninsular Malaysian populations formed a monophyletic group we included five additional specimens from the Philippines; one from Ranchan Pool, Sarawak, East Malaysia (Borneo); and another from Pulau Natuna Besar, Indonesia (Indonesia). Based on the relationships of Pyron et al. (2013) , six other agamid species were used as outgroups to root the tree. All new sequences were deposited in GenBank (Table 1) . Data. Mitochondrial DNA.-Genomic DNA was isolated from liver or skeletal muscle samples stored in 95% ethanol using the Qiagen DNeasy TM tissue kit (Valencia, CA, USA). ND2 was amplified using a double-stranded Polymerase Chain Reaction (PCR) under the following conditions: 1.0 µl (~10-30 µg of DNA) genomic DNA, 1.0 µl (10 µM) light strand primer, 1.0 µl (10µM) heavy strand primer, 1µl (10 µM) dinucleotide pairs, 2.0 µl (1.5 mM) 5x buffer, 1.0 µl (1.5 mM) MgCl 10x buffer, 2.5 u Taq polymerase, and 7.56 µl ultra-pure H 2 O (Table 2) . PCR reactions were executed on an Eppendorf Mastercycler gradient thermal cycler under the following conditions: initial denaturation at 95°C for 2 min, followed by a second denaturation at 95°C for 35 s, annealing at 48°C for 35 s, followed by a cycle extension at 72°C for 35 s, for 31 cycles. All PCR products were visualized on a 1 % agarose gel electrophoresis. Successful PCR products were vacuum purified using MANU 30 PCR plates (Millipore) and purified products were resuspended in ultra-pure water. Purified PCR products were sequenced using the ABI BigDye Terminator v3.1 Cycle Sequencing Kit in an ABI GeneAmp PCR 9700 thermal cycler. Cycle sequencing reactions were purified with Sephadex G-50 Fine (GE Healthcare) and sequenced on an ABI 3730xl DNA Analyzer at the BYU DNA Sequencing center. Primers used for amplification and sequencing are presented in Table 2 . Sequences were analyzed from both the 3' and the 5' ends separately to confirm congruence between the reads. Both the forward and the reverse sequences were uploaded and edited in Geneious TM version v5.5.6 (Drummond et al. 2011) . The protein-coding region of the ND2 sequence was aligned by eye. MacClade v4.08 (Maddison & Maddison 2005 ) was used to calculate the correct amino acid reading frame and to confirm the lack of premature stop codons.
For the phylogenetic analyses we applied two model-based methods, Maximum Likelihood (ML) and Bayesian Inference (BI). The Bayesian Information Criterion (BIC) as implemented in iModeltest v2.1.3 (Darriba et al. 2012) , was used to calculate the best-fit model of evolution for each codon position (Table 3) . Maximum Likelihood analysis was performed using RAxML HPC v7.5.4 (Stamatakis et al. 2008) via the command line, with an initial search of 200 replicates for the best tree. Nodal support was calculated with 1000 bootstrap pseudoreplicates via the rapid hill-climbing algorithm (Stamatakis et al. 2008) . Nodes that had bootstrap values (ML) above 70 were considered significantly supported. The Bayesian analysis was carried out in MrBayes v3.2 (Ronquist et al. 2012) . Two simultaneous runs were performed with eight chains per run, seven hot and one cold following default priors. The analysis was run for 5,000,000 generations and sampled every 500 generations from the Markov Chain Monte Carlo (MCMC). The analysis was halted after the average standard deviation split frequency was below 0.01. Conservatively the first 25% of the trees from each run were discarded as burnin. A consensus tree was then computed from the two parallel runs using MrBayes v3.2 (Ronquist et al. 2012) . Nodes that had posterior probabilities (BBP) above 0.95 were considered significantly supported (<XREF>Wilcox et al. 2002) . Uncorrected pairwise sequence divergences were calculated in MEGA v5.2.2 using both the ND2 and the tRNAs (Tamura et al. 2011) . Morphological analysis. Color notes were taken from digital images of living specimens of all available age classes and populations prior to preservation. The following measurements and scale counts were taken under a Nikon SMZ 1500 dissecting microscope or with digital calipers on the right side of the body when appropriate: snout-vent length (SVL), taken from the tip of snout to the vent; tail length (TL); diameter of the tympanum (DT), measured as the greatest horizontal distance regardless tympanum height; diameter of the orbit (DO), measured as the horizontal distance across the anterior and posterior edges of the orbit (not the eyeball); head length (HL), measured from the posterior margin of the tympanum to the tip of the snout; head width (HW), measured as the transverse width of the head at the angles of the jaws; head depth (HD), measured as the distance from the top of the head between the orbits to the lower margin of the dentary bone (not the gular region); hand length (HaL), measured from the base of the palm along an imaginary line between the base of the first and fifth digit to the tip of the third finger not including the claw; forelimb length (FLL), measured from a point equidistant between its anterior and posterior insertion points on the body to the tip of the fourth toe not including the claw; foot length (FoL), measured from the base of the palm along an imaginary line between the base of the first and fifth digit to the tip of the fourth toe not including the claw; hind limb length (HLL), measured from a point equidistant between its anterior and posterior insertion points on the body to the tip of the fourth toe not including the claw; size of ventral scales relative to dorsal scales; length and height of nuchal crest; shape of nuchal crest scales; presence or absence of dorsal crest; and the lengths of the 3rd and 4th fingers and the 5th toe were compared. Meristic characters included numbers of supralabial and infralabial scales counted from the first scale contacting the rostral or mental scale, respectively, to the angle of the jaw; the number of loreal scales (= canthal scales in Hallermann [2009] ) between the nasal scale and the granular scales along the anterior border of the orbit; the number of postmental scales; the number of subdigital lamellae beneath the third finger and fourth toe counted from the first scale following the digits insertion point on the hand or foot, respectively, to the claw; midbody scales (MS), counted as the number of scales around the body midway between fore-and hind limb insertions; the number of paravertebral rows of dorsal scales whose keels point dorsoposteriorly; the number of adjacent rows of scales whose keels point posteriorly (i.e. parallel to the orientation of the keels of the dorsal crest scales); and the number and nuchal spines (NS) counted as the number of enlarged nuchal spines at least twice the size of the enlarged vertebral scales on the dorsum. Color pattern characters examined included the presence or absence of an infralabial stripe and the degree of their extent; head, gular, body and hind limb markings; and caudal banding. These character states in other species were taken from Hallermann (2004 Hallermann ( , 2005 Hallermann ( , 2009 ) where possible.
Specimens examined of Bronchocela critatella are listed in the Appendix. Tissue samples are listed in Table 1 . CDS refers to Cameron D. Siler field series; DWNP refers to the Department of Wildlife and National Parks, PERHILITAN, Bukit Ringit, Pahang; LRCUKM refers to the Langkawi research Center of Universiti Kebangsaan Malaysia on Langkawi Island, Kedah, Malaysia; KU refers to Kansas University Museum of Natural History collection; LSUHC refers to the La Sierra University Herpetological Collection, La Sierra University, Riverside, California, USA; RMB refers to Rafe M. Brown field series; TNHC refers to TNHC, Texas Natural History Collection; WHT refers to the Wildlife Heritage Trust,Colombo, Sri Lanka; ZRC refers to the Zoological Reference Collection in Lee Kong Chian Natural History Museum, National University of Singapore, Singapore; and LSUDPC refers to the La Sierra University Digital Photo Collection.
Results
The molecular analysis indicates that the specimens sampled in this study compose four, very distinctive, strongly supported (1.00/100) major lineages and that the populations from Peninsular Malaysia do not form a monophyletic group in that the Indonesian, Bornean, and Philippine populations are imbedded within the phylogeny at different places (Fig. 2) . The Pulau Langkawi population is basal to all others; the two Philippine populations sampled here form a monophyletic group and are weakly supported (0.89/72) as being most closely related to a strongly supported (1.00/100) sister lineage relationship between the upland populations from Bukit Larut and Parit Falls and the remaining populations from Peninsular Malaysia, its associated islands, Indonesia, and Borneo (Fig. 2) .
The populations from Bukit Larut and Parit Falls (upland populations) form a well-supported (1.00/100) monophyletic group despite being 79 km apart on separate mountain ranges (Fig. 2) . However, the Parit Falls population is phylogenetically imbedded within the Bukit Larut population (Fig. 2) despite the fact that the latter is composed of individuals collected along a 1 km stretch of road between 1058 and 1169 meters in elevation. The greatest uncorrected pairwise sequence divergence between any members of the upland populations is less than 2.8%. The remaining populations from Peninsular Malaysia and 13 of its associated islands; Indonesia; and Borneo compose a strongly supported lineage (1.00/100) that extends approximately 1120 km from Belum, Perak in northern Peninsular Malaysia, southeastward across the Sunda Shelf through the Natuna Archipelago to western Borneo (Fig. 1) . Despite the geographic distance and fragmented distribution of this lineage, no combination of populations bears more than 2.5% sequence divergence between them. This stands in contrast to the degree of morphological (Diong & Lim 1998) and color pattern variability (Manthey 2008; ) seen in populations from Peninsular Malaysia and its associated islands.
The morphological and color pattern analyses also support the separate lineage identities of the Pulau Langkawi population and upland populations with respect to all other species of Bronchocela, including B. cristatella, in that each is discretely diagnosable by having unique traits concerning body shape, scale morphology, and color pattern (Tables 4, 5; . As such, these three populations are described below as two new species. Diagnosis. A small species reaching 85 mm SVL; Tympanum small (DT/DO 0.46-0.49); head squarish in lateral profile (HD/HL 0.49-0.56), relatively narrow (HW/HL 0.56-0.59); forelimbs relatively long (FLL/SVL 0.59); foot relatively short (FoL/HLL 0.37-0.38); hind limbs relatively long (HLL/SVL 0.91-0.99); 5-7 loreal scales; three postmentals; nuchal crest low, longer than diameter of orbit, spines lancolate; 67-71 midbody scales; no rows of paravertebral scales bearing keels pointing dorsoposteriorly; 5-7 rows of dorsal scales bearing keels pointing posteriorly; ventral scales less than five times the width of dorsal scales; 30 subdigital lamellae on the third finger; 31-33 subdigital lamellae on the fourth toe; third finger longer than fourth finger; fourth finger not longer than fifth toe; no white patch between tympanum and orbit; tympanum green in adults; no white or yellow supralabial stripe; no red gular patch; no white ventrolateral line on body; no postfemoral red line; and faint caudal bands. These characters are scored across all species in Tables 4 and 5 .
Description of holotype. Adult male (SVL 82.0 mm); head disproportionately large, thick in lateral profile (HD/HL 0.49); interorbital, frontal, and rostral regions sloped anteriorly; canthus rostralis sharp, extending to anterior margin of eye and continuous with enlarged, superciliary scales extending slightly beyond posterior border of eye; loreal region concave bearing seven canthal scales; rostral moderately sized, rectangular, four times as wide as high, bordered laterally by first supralabials and posteriorly by five small scales; nasals protuberant, centrally located, external nares elevated above surface of rostrum, nasals bordered ventrally by one or three infranasals, posteriorly by three small postnasal scales and dorsally by three slightly elongate supranasals; scales on top of head small, slightly elongate, keeled, those bordering medial margins of orbits enlarged; slightly enlarged parietal scale with eyespot; single row of slightly enlarged, weekly keeled scales above supralabials; eye deeply set in orbit, surrounded by granular scales; tympanum naked; 11(R,L) elongate, keeled supralabials, first of series usually small and square, remaining supralabials much larger and rectangular; mental triangular, much larger than adjacent infralabials; three postmentals of equal size; lateral postmentals contact first infralabial, and first chinshield; chinshields slightly enlarged, decreasing in size posteriorly, keeled, and extending to a point below anterior margin of orbit; anterior chinshields separated from infralabials by one scale row increasing to two and usually three rows posteriorly; 9(R) 10(L) large, thin, rectangular, concave infralabials with upturned, laterally projecting, labial margins and strongly keeled, ventral sections; gulars sharply keeled; small, non-extensible dewlap.
Body somewhat long, thin, triangular in cross-section; vertebral crest on nape composed of 13 slightly enlarged, lancolate scales; nuchal crest longer than diameter of orbit and abruptly tapers posteriorly to a single row of much smaller, keeled, triangular scales extending onto base of tail; lateral neck fold anterior to forelimb, posterior end forming a shallow pocket dorsal to forelimb insertion; dorsal scales of body small, keeled, spinose, 71 around midbody; no rows of paravertebral scales bearing keels pointing dorsoposteriorly; eight rows of dorsal scales bearing keels pointing posteriorly; scales of flanks point ventroposteriorly; scales of belly and pectoral region similar in size, heavily keeled, spinose, arranged in semi-transverse rows more than twice the size of dorsal scales; forelimbs long (FLL/SVL 0.59), thin; dorsal and ventral scales of forelimbs keeled, spinose, nearly equal in size; five digits on manus; 30 subdigital lamellae on third finger; third finger longer than fourth finger, fourth finger not longer than fifth toe; hind limbs long (HLL/SVL 0.99), thin; scales of hind limbs keeled, spinose; postfemoral scales slightly smaller, less keeled; five digits on pes; 33 subdigital lamellae on fourth toe; tail 3.76 times SVL, covered with longitudinal rows of keeled, spinose scales of similar size. Hallermann (2004 Hallermann ( , 2005 Hallermann ( , 2009 ) and Manthey (2008) . Abbreviations are listed in the Materials and Methods. / = data not recorded in the references used. Coloration (unstressed). Dorsal surfaces of head, body limbs and anterior portion of tail light green; tympanum green, scales in orbit surrounding eye yellowish; gular region yellowish; faint, obliquely arranged, turquois spots on dorsum between limb insertions; faint, light-colored area below tympanum; all ventral surfaces yellow; posterior three-fourths of tail brown, faintly banded.
Variation. The paratype (LRCUKM 0136) is a gravid female (SVL 85.0 mm) carrying two eggs (Fig. 3) . The color pattern closely resembles that of the holotype except there is more dorsal spotting and the light area below the tympanum is more extensive and pronounced. Both individuals turned dark gray when stressed. The crest scales of the paratype are smaller than those of the holotype which may be a sexually dimorphic trait. The dewlap is absent. Additional meristic differences are listed in Table 6 .
Distribution. Bronchocela rayaensis sp. nov. is confirmed only from Pulau Langkawi, Kedah, Peninsular Malaysia (Fig. 1) . However, B. cristatella has been reported from Pulau Singa Besar, a small satellite island off the southern coast of Pulau Langkawi (Grismer 2008; Lim et al. 2009 ). The specimens on which these reports were based (DWNP 2250 (DWNP , 2997 should be re-examined as they may be B. rayaensis sp. nov. Natural history. Like most other species of Bronchocela, B. rayaensis sp. nov. occurs in both disturbed and undisturbed habitats (Fig. 4) . The holotype was collected at night along the side of the road sleeping on a branch approximately two meters above the ground at 834 meters in elevation near the summit of Gunung Raya in disturbed, edge-forest vegetation. The paratype was seen crossing the road leading to the summit of Gunung Raya at 400 meters in hill dipterocarp forest when it was struck by a car, paralyzing its hindquarters. The paratype was a gravid female carrying two eggs indicating the reproductive season for this species extends through the month of May. We have also examined photographs of B. rayaensis sp. nov. from highly disturbed parklands at Lubuk Sembilan at 70 meters in elevation (Fig. 3) . These data indicate that B. rayaensis sp. nov. is a habitat generalist with an extensive elevational range. 
Diagnosis (adults only).
A moderately sized species reaching at least 106 mm SVL; tympanum small (DT/DO 0.38-0.44); head squarish in lateral profile (HD/HL 0.43-0.50), relatively narrow (HW/HL 0.54-0.63); forelimbs relatively long (FLL/SVL 0.51-0.59); foot not particularly short (FoL/HLL 0.39-0.41); hind limbs relatively long (HLL/SVL 0.84-0.95); 6-11 loreal scales; two or three postmentals; nuchal crest high, longer than diameter of orbit, spines lancolate; 71-92 midbody scales; 4-7 rows of paravertebral scales bearing keels pointing dorsoposteriorly; 1-5 rows of dorsal scales bearing keels pointing posteriorly; ventral scales less than five times the width of dorsal scales; 26-30 subdigital lamellae on the third finger; 27-36 subdigital lamellae on the fourth toe; third finger not longer than fourth finger; fourth finger not longer than fifth toe; no white patch between tympanum and orbit; tympanum green in adults; white infralabial stripe extending beyond tympanum; no red gular patch; no white ventrolateral line on body; postfemoral red line; and faint caudal bands. These characters are scored across all species in Tables 4 and 5 .
Description of holotype. Adult male (SVL 106.0 mm); head disproportionately large, squarish in lateral profile (HD/HL 0.44); interorbital, frontal, and rostral regions sloped anteriorly; canthus rostralis sharp, extending to anterior margin of eye and continuous with enlarged, superciliary scales extending slightly beyond posterior border of eye; loreal region concave bearing seven canthal scales; rostral moderately sized, subrectangular, three times as wide as high, bordered laterally by first supralabials and posteriorly by four small scales; nasals protuberant, centrally located, external nares elevated above surface of rostrum, nasals bordered ventrally by two infranasals, posteriorly by two postnasal scales and dorsally by two elongate supranasals; scales on top of head small, slightly to moderately elongate, keeled to subspinose, those bordering medial margins of orbits enlarged; eyespot bearing parietal scale absent; single row of slightly enlarged, elongate, weekly keeled scales above supralabials; eye deeply set in orbit, surrounded by granular scales; tympanum naked; 11(R) 9(L) elongate, keeled supralabials, first scale of series smallest and square, remaining supralabials larger and rectangular; mental triangular, much larger than adjacent infralabials; three, elongate postmentals of nearly equal size; lateral postmentals contact first infralabial, first sublabial, and first chinshield; chinshields slightly enlarged, anterior two weakly keeled, decreasing in size posteriorly, and extending to a point below anterior margin of orbit; anterior chinshields separated from infralabials by one scale row of sublabials increasing to two and usually three rows posteriorly; 8(R,L) large, thin, rectangular, concave infralabials with upturned, laterally projecting, labial margins and strongly keeled, ventral sections; gulars sharply keeled; small, non-extensible dewlap.
Body somewhat long, thin, triangular in cross-section; vertebral crest on nape composed of 11 greatly enlarged, lancolate scales; nuchal crest longer than diameter of orbit and abruptly tapers posteriorly to a single row of much smaller, keeled, triangular scales extending onto base of tail; lateral neck fold anterior to forelimb, posterior end forming a shallow pocket dorsal to forelimb insertion; dorsal scales of body small, keeled, spinose, 75 around midbody; seven rows of paravertebral scales bearing keels pointing dorsoposteriorly; one row of dorsal scales bearing keels pointing posteriorly; scales of flanks point ventroposteriorly; scales of belly and pectoral region similar in size, heavily keeled, spinose, arranged in semi-transverse rows more than twice the size of dorsal scales; forelimbs long (FLL/SVL 0.55), thin; dorsal and ventral scales of forelimbs keeled, spinose, nearly equal in size; five digits on manus; 26 subdigital lamellae on third finger; third finger not longer than fourth finger, fourth finger not longer than fifth toe; hind limbs long (HLL/SVL 0.90), thin; scales of hind limbs keeled, spinose; postfemoral scales slightly smaller, less keeled; five digits on pes; 27 subdigital lamellae on fourth toe; tail 3.04 times SVL, covered with longitudinal rows of keeled, spinose scales of similar size, Coloration (unstressed). Dorsal surfaces of head, body limbs and anterior portion of tail light green; broad, white stripe extends from anterior section of lower jaw through the infralabials past the angle of the jaw and below the tympanum to nearly the anterior edge of the shoulder region; loreal region and anterior supralabials bearing white flecks and faint striping; tympanum green, scales in orbit surrounding eye yellowish; six faint, transversely arranged, rows of diffuse, dull-white spots on dorsum between limb insertions that extend onto the tail to form faint, caudal bands; red postfemoral stripe extends from half way between the knee and the hind limb insertion on the body onto the anterior portion of the tail and bordered above by a diffuse, short, white stripe centered at the junction of the hind limb and the body; gular region yellowish with diffuse, broken, oblique, white stripes; all other ventral surfaces yellow; posterior three-fourths of tail brown, faintly banded.
Variation (figs 5,6,7). The paratypes are remarkably similar to the holotype in all aspects of coloration and pattern although the white dorsal spots are more defined and less diffuse. The hatchling specimen (LSUHC 11587; SVL 43 mm) has a less well-defined white infralabial stripe and the red postfemoral stripe has not yet appeared.
These markings, however, are present in the juvenile specimen LSUHC 9416 (SVL 66 mm) indicating that they are ontogenetically variable. Stressed individuals are usually gray (Figs. 6,7) but may also manifest a mosaic pattern of greens and grays. Females lack a dewlap. The specimens from Parit Falls may have relatively slightly wider heads than those from Bukit Larut (HW/HL 0.63 vs. 0.54-0.62). Meristic differences for all individuals are presented in Table 6 . Distribution. Bronchocela shenlong sp. nov. is known only from Bukit Larut, Perak in the Bintang Mountain Range and from Parit Falls, Cameron Highlands, Pahang in the Titiwangsa Mountain Range (Fig. 1) .
Natural history. Bronchocela shenlong sp. nov. occurs in both disturbed and undisturbed habitats in hill dipterocarp and montane forests (Fig. 8) . At Bukit Larut, specimens have been recorded from 942-1541 meters in elevation (ZRC 2.336 and ZRC 2.491, respectively). On Bukit Larut, we have observed lizards sleeping at night on forest-edge vegetation along a narrow road that winds through hill dipterocarp and montane forests. One specimen (LSUHC 9144) was collected during the day in a park while sitting on the top of an ornamental bush 1.5 meters above the ground. At Parit Falls, both specimens were collected at night at 1493 meters in elevation. LSUHC 12105 was shot out of a tree fern with a blowpipe while sleeping 10 meters above the ground in disturbed montane forest along a highly polluted river. LSUHC 12104 was collected by hand from the top of an ornamental bush in a highly disturbed area bordering an apartment complex along the same polluted river. At Bukit Larut, gravid females have been observed from June through November and hatchings and juveniles have been collected during September. LSUHC 12104 was a gravid female collected during September at Parit Falls. These data may indicate that the reproductive season for B. shenlong sp. nov. takes place during the earlier, drier part of the year. Etymology. The specific epithet shenlong is used here to indicate this species' morphological and ecological similarity to the "Shen Long" or "Spirit Dragon" of Chinese mythology. Shen Long is a wingless, five-toed, azurecolored reptile that resides in mountains and controls the wind, thunder, rain and clouds. As the epithet is used here, shenlong refers to this species' upland, cloud forest habitat as well as its general dragon-like appearance.
Comparisons. Bronchocela shenlong sp. nov. can be differentiated from B. danieli, B. smaragdina, B. vietnamensis, B. celebesensis, B. jubata, B. orlovi, B. rubrigularis and B. rayaensis sp. nov. by having 71-92 midbody scales as opposed to 43-71 collectively. It differs further from B. danieli, B. smaragdina, B. cristatella, B. marmorata Gray, B. hayeki, B. jubata, B. orlovi, and B. rubrigularis by the tympanum being less than 50% of the diameter of the eye. Having a high nuchal crest separates it from B. danieli, B. smaragdina, B. vietnamensis, B. marmorata, and B. rayaensis sp. nov. Bronchocela shenlong sp. nov. is also differentiated from various combinations of all other species on the basis of numerous color pattern characteristics (Tables 4,5) .
Bronchocela shenlong sp. nov. most closely resembles B. cristatella from Peninsular Malaysia but can be differentiated from it by having a relatively smaller tympanum (DT/DO 0.38-0.44 vs. 0.42-0.53); a relatively thicker head (HD/HL 0.43-0.50 vs. 0.40-0.45); a green as opposed to a black tympanum; a broad, white infralabial stripe as opposed to its absence; and a postfemoral red stripe extending onto the tail. For additional characters further differentiating B. shenlong sp. nov. from B. rayaensis sp. nov. see the comparisons section for the latter. These character states are summarized in Table 5 . Remarks. Grismer and Quah (2015) noted the exceptionally high degree of endemism and co-occurrence of closely related species in Cameron Highlands with respect to other montane areas in Peninsular Malaysia, which they attributed to the extensive plateau-like physiography of this upland region. Although Bronchocela shenlong sp. nov. is not endemic to Cameron Highlands it does occur in probable sympatry with B. cristatella. We collected a specimen of B. cristatella (LSUHC 12103; Fig. 9 ) in a small, Orang Asli village at 809 meters in elevation 12 km due south of Parit Falls near Ringlet on the western edge of the Cameron Highlands Plateau. The contact zone between B. shenlong sp. nov. and B. cristatella on the western slopes of the Bintang Mountain Range is unknown. Based on a specimen of B. cristatella (LSUHC 12102; Fig. 9 ) we collected along the base of the mountain at Taiping immediately below Bukit Larut at 76 meters in elevation, the two species thus far come to within 2.3 km of one another. The extent to which B. shenlong sp. nov. ranges north and south of Cameron Highlands and Bukit Larut in their respective upland corridors is unknown. South of Cameron Highlands in the Titiwangsa Mountain Range, lists an unconfirmed report from B. cristatella from Fraser's Hill, Pahang (Fig. 1) . A specimen confirmed as B. cristatella from even farther south at Genting Highlands (LSUHC 5097) taken at 885 meters was used in this analysis (Figs. 1,2) .
Discussion
The deep, phylogenetic substructuring among the populations of Bronchocela from Peninsular Malaysia-albeit a very small section of the overall distribution of this genus-previously considered to be B. cristatella, underscores the existing taxonomic challenges that still face this group throughout the remainder of its vast range. It is all but certain as additional populations of B. cristatella from other regions are studied, many new species will be described.
The number of new species of lizards currently being discovered and described from Peninsular Malaysia and its associated islands exceeds that of any other nation in Southeast Asia despite the fact it is one of the smallest geopolitical regions in area (larger than only Singapore and Brunei). In the last decade alone, 60 new species (41% of the currently recognized lizard fauna) have been described-the bulk of which have been within the Gekkonidae (24 species of Cyrtodactylus, 22 species of Cnemaspis, and two species of Hemiphyllodactylus) with skinks (six species of Sphenomorphus, two species of Larutia, and one species of Lipinia), agamids (two species of Acanthosaura), and dibamids (one species of Dibamus) trailing far behind (contact LLG for a reference list and .pdfs of these descriptions). Additionally, we currently have 13 more species descriptions in various stages of completion. Although some of these descriptions resulted from field work being undertaken in previously unexplored areas, 75% (45 species) resulted from new collections made at previously known collecting sites. The point here is that Peninsular Malaysia does not exist in a vacuum and should stand as a clear and unmistakable message to other Southeast Asian nations that there is no reason to believe their unrealized herpetological diversity is any less extensive. Given the rate at which many of these nations are being deforested, taxonomy-driven field research is desperately needed.
